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Supplementary table S1 Bacteria species directly correlated with bulking and foaming species. OTUs were generated with QIIME pipeline by a cut off 0.97. The taxonomy assignments of OTUs were conducted with RDP classifier 2.1. Spearman correlations were calculated (only significantly correlated OTUs were listed with correlation coefficient over than 0.6 or -0.6, P-value < 0.01) and the relative abundance of each OTU was listed. Modules was colored according to the module in network, green cells were belong to module 1 which were most negatively correlated with BFB and red cells were module 2, which were most positively correlated with BFB. 
